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To comply with gluten-free labelling legislation (≤ 20 ppm) sensitive and reliable quantification 
methods are required. The R5-ELISA methods have some bottlenecks concerning the accurate 
quantification of hordeins (barley gluten) in malt beers. LC-MS techniques have opened a new chapter 
in today's gluten analysis. An extensive literature search shows that immunogenic hordein epitopes are 
9 amino acids long and contain 1-4 prolines and 2-6 glutamines. So far 115 hordein peptides in beer 
have been characterized of which 39 peptides persist a minimal of six residues to one or more of the 
known immunogenic epitopes. Untargeted High-Resolution-Orbitrap-MS has the possibility to 
complement and strengthen R5-ELISA results, by offering highly sensitive, accurate and unambiguous 
detection and quantification of immunogenic hordein peptides in beer. A better insight into the 
problematic hordein content of malt beers will help to evaluate their true potential as part of a gluten-
free diet. 
 
